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Address: Skirball Institute, 3™ FI.
NYU School of Medicine
540 First Avenue
New York, NY 10016
Phone: (212) 263-8289
Fax: (212) 263 5711

Citizenship: USA

E-mail:  yuval.kluger@med.nyu.edu

EDUCATION:

1984 B.Sc. in physics, Tel Aviv University, Tel Aviv, Israel (Magna cum Laude)
1987 M.Sc. in physics, Tel Aviv University, Tel Aviv, Israel (Magna cum Laude)
1992 Ph.D. in theoretical physics, Tel Aviv University, Tel Aviv, Israel

CAREER:

1992-1994 Postdoctoral fellow in physics, Theoretical Division, Los Alamos National Laboratory
1994-1996 Postdoctoral fellow in physics, Nuclear Division, Lawrence Berkeley Laboratory
1996-1997 Postdoctoral fellow in physics, Theoretical Division, Los Alamos National Laboratory
1997-1999 Staff member theoretical physicist, X-Division and Theoretical Division, Los Alamos
National Laboratory

1999-2001 Sloan Fellowship in Computational Molecular Biology, Department of Molecular
Biophysics and Biochemistry, Yale University

2001-2003 Anna Fuller fellow, Department of Genetics and Department of Molecular Biophysics
and Biochemistry, Yale University

2003-present Assistant Professor, Department of Cell Biology, NYU School of Medicine

AWARDS:

1987-1988 Minerva Fellowship at the Goethe-Universitaet, Frankfurt/Main
1996-1997 Minerva Fellowship awarded at Heidelberg University, Germany
1999-2001 Sloan/Department of Energy Fellowship in Computational Biology
2001-2002 Anna Fuller Foundation Award for Cancer Bioinformatics

2004 CAP Foundation Conference Travel Award (APIII)

2006-2008 Susan G. Komen Breast Cancer Foundation Award

MEMBERSHIP AND APPOINTMENTS:

International Society for Computational Biology

New York Academy of Sciences

Courtesy appointment at the Courant Institute of Mathematical Science

Member of the Biostatistics and Bioinformatics Core, Yale SPORE in Skin Cancer
Visiting scientist at the department of dermatology, Yale University
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EDUCATIONAL RESPONSIBILITIES:

Member of the NYU Computational Biology Doctoral Program (COB) committee
Introduction lectures on topics in computational biology and bioinformatics to students in the
MD/PhD and PhD programs

Attend and evaluate public seminar presentations by COB students

Interviewing candidates for MD/PhD and COB programs

COB Program Curriculum meetings

COB Admissions and Selection Committee

Mentoring of Graduate Students and Postdoctoral Fellows:

Present Students:
Advisor to Mariann Micsinai, Computational Biology Ph.D. student

Former Postdoctoral Fellows:
Kim H.: Currently a postdoctoral fellow at the Brigham and Women's Hospital
Zhou Y.: Currently a postdoctoral fellow at University of Arkansas

Present Postdoctoral Fellow/ research scientists:
Parisi F, Ph.D. (University of Lusanne)
Wang J.: Ph.D. (Beijing University)

Ph.D. Committees:
Chairperson — administrative director on committee for Diego Acosta Alvear
Member on committees for Maureen Nemetski, Hong Wang, Alex Pearlman and Peter Waltman

COMMITTEE SERVICE:

Computational Biology Doctoral Program (COB) committee, NYU
Genomics Oversight Committee, NYU

CTSA "Data Services" committee, NYU

User Committee for Genomics and Bioinformatics, NYU
Research IT Advisory Committee, NYU

SERVICE TO EXTERNAL ORGANIZATIONS:

Member of the Oak Ridge Scientific Advisory Committee for the Center of Molecular and
Cellular Systems

Member of the Yale Center of Excellence in Molecular Hematology Advisory Board
Member of the organizing committee for a 3-month program at the Institute for Pure and Applied
Mathematics (IPAM) on "Mathematics of Search and Knowledge Engines" and Chair of the
organizing committee of a one week workshop on the Search and Knowledge Building for
Biological Datasets

External referee for the PhD Thesis of Mattia Pellizola at the Milano-Bicocca University
External reviewer for the NIH Erythrocyte & Leukocyte Biology (ELB) Study Section
External reviewer for the Israel Science Foundation

Program Committee Member of the Second DREAM (Dialogue on Reverse Engineering
Assessments and Methods) Conference
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Reviewer for BMC journals, Bioinformatics journal, PNAS, Genome research, ISMB, Pattern
Recognition Letters, Journal of Proteome Research, Journal of Bioinformatics and
Computational Biology

MAJOR RESEARCH INTERESTS:

Developing and implementing mathematical, statistical, data mining, graph theory and physical
approaches to elucidate principles governing the dynamics and structures of biological networks
using a variety of high throughput genomics and proteomics experimental data from
collaborating laboratories and data repositories.

INVITED SEMINARS

4/2005 New York University, Genomes in Action Inaugural Symposium

6/2005 Yale University, Department of Biophysics and Biochemistry

6/2005 IBM, Department of Functional Genomics and Systems Biology

2005 NYU SOM, NYUCI 3rd Annual Retreat

8/2005 The Weizmann Institute, Department of Applied Math and Computer Science
10/2005 Columbia University, Department of Applied Math and Applied Physics
6/2006 NYU Genomics Group Seminar & Workshop Series

7/2006 Yale Center of Excellence in Molecular Hematology Inaugural Symposium
7/2007 International University of Bremen, Germany, course in a summer school
10/2007 Cold Spring Harbor

11/2007 Institute of Applied Mathematics, UCLA

12/2007 Princeton PICASso seminar series, Princeton

5/2008 M.D. Anderson Cancer Center

6/2008 NIEHS, North Carolina
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